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3. Upload a dataset

Dataset Format:

N (un | P | M

A | B | C | D | E
UniguelD MNarme TP1 (day-2) TP2 (day0-0hr) TP3 (day0-8hr)
MM_014232 vesicle-associated membrane protein 2 (synaptobrevin 2); vamp2 -0.18725334 0.1531857 -0.051753625
MM_000668 |class i alcohol dehydrogenase, beta subunit; adhlb -0.005982075 0.34848127 0.93900555
MM 003240 transforming growth factor, beta 4; ebaf -0.112653494 -0.0135629885 0.16890651
MM 018443 zinc finger znfl40-like protein; znf302 0.08047339 Man MaN
MM 004138 type i hair keratin 3a; krtha3a -0.2854154 -0.40987158 -0.43591157

All fields must be tab delimited

15t column must contain the UNIQID as ‘RefSeq‘ and/or ‘GenBank’, ‘UniGene’,
‘GeneOntology".

2"d column must contain the gene name

The other columns may contain the expression data



3. Upload a dataset
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4. Open a dataset
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5. Filter the dataset
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6. Ranking list of all available pathways

@ Bioinformatics Graz Pathway Explorer

Microarray Data Mapping System

WA |} - K

®  Tutorial ¥ & Feedhack Contact Links  Login

IHU"”Cl Sapiens = | & Choose Dataset | | Ranking | %Q Filter Dataset | cF Settings A search | @) Retum Current Loaded Dataset Fibroblasts_12TP{Human).txt
|HEf59CI {loczref) = we Ranking List ¥ Close Ranking List [~
MSTICS g~ Passed UniqiDs 2% Filtered out UniglDs % All gene ids found —
= ] | | u
1 [514] pattrways available (5347[138]2.21 % hed to Pathways 195 20 218 .
=0 [1] Pathways (30[1]3.33%) - 5 - in the dataset
=1 Self Annotated (30(1)3.33%) fdapped to Pathways |27 [ | 260
- Adipogenesis 425 | 53 478
- Insulin {30]1]3.33%) : ; ;
=0 [120] KEGG Patiways (4099)33(2 27%) s sy 288 o 1&
F-_] 1. Metaholism (1714]39]2.26% : i
j L (1714[33| ) S u £ Section £ Subsection £ Pathway Pathway pas Passed Fltered p
: . Genetic Information Processing (3 Unigid” uni{/D UnigID UnigiD value
-1 3. Enviromental Information Processi
®-_J 4. Cellular Pracesses (392|26(2.91% = o139 048 198 213 20 0
-] 5 Human Diseaszes (221]4(1.81%) - . e g ;
= [311] BioCarta Pathways (2209|63/2.85° E— Genmapp|  All gene ids found TrOrTETTITS - 986 T iad B384 2 56
= Main Categories (2203(63|2 85%) No. of mapped unique _in the pathway
- Adhesion (276]6(2.17%) gene ids in the Gentapp  Biological Process cell proliferation 10
- Apoptasis (272|7|2 57 %) pathways — i
w1 Cell Activation (188]7|3.72%) KEGG Passed genes
&-_J Cell Cycle Regulation (26 Pathways| \vhich are mapping 0.76
{_J Cell Signalling {1000[31]3.1%) KEGG o
#-_) Cytokines/Chemoking 3|z ¢ hsa04010 Pathways (o the pathway signaling pathway 10 218 Bt
"_J Developmental Biology (30 i
i Expression (528[11[2.08%) hsandnRa ﬁgtﬁ\fra . /3-3 Ligand-Receptor " 1M 261 By
"_J Hematopoeisis (37[4[4.4%) ¥ Filtered genes which :
B Immunology (297)9)3.053% ; .
i Metabolisgr]*ny((312|l‘lﬂl|3.2‘l;‘zj 6. of available unine GenMapp| would have mapped p-values of Fisher's |z73 10 366 A
-] Neuroscience (184[5(2.72%) e ids in th q to the pathway Exact Test
= [62] GenMapp (B374]1502.35%) geneldsinthe Gentdapp 202 10 495 e
-] Contributed (1977|58]2.93%) pathways N— '
- GO Mapps (328712812 43%) T Gentapp  Biological Process cytokinesis 173 10 578 1 R
- o_actin_hindin enhiay olecular Funktion actin bindin :
4 L ! [+] go_actin_binding GenMapp  Molecular Funkt fin binding 329 3 274 .
go_chromosame Genhapp  Cellular Component chromosome 253 3 356 1 0595
ﬁTUG Hs_Smooth_muscle:contraction Genhkdapp Fhysiological Process gﬂaﬁﬁng;al Relgsaion andl Conmastion 215 e | e ] 10
:;ﬁglt#]tﬁnf:;ctzenumlcs A0l Hs_G1_to_5_cellcycle_control Genhkdapp Cellular Process G1 to 5 cell cycle control a0 3 100 1 0.595
Petersgasse 14, 8010 Graz, Austra =
Graz University of Technology ET| Bl T I ,,1‘“
Server load: 0.74 (18.5%) 2004 - Institute for Genomics and Bioinformatics - Graz University of Technology Titne: 01:13:49
[ 0 & B) o | | Sl &




6. Ranking list of all available pathways
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7. Mapped pathway
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8. Change display options
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8. Change display options (pathway with applied options)
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9. Show experiments / time points of the mapped dataset
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10. Show pathway description

@ Bioinformatics Graz Pathway Explorer
e Microarray Data Mapping System

Hide the pathway I g

description again : %

@  Tutorial 1§ & Feedhack : Links Log in ast updal d, 3 Feh, 200¢ o &
IHU"”Cl Sapiens =[\ [ choose Dataset | ) Ranking | % Filter Dataset | 5 settings ] search | @ Retum Current Loaded Dataset: Fibroblasts_12TP({Human).txt
IF-!EfSeq {loczref =| al l;"k l;je NI & H E

i Description:

U [514] pathways available (G347[198|2.21%

The cleisre he interplay of many molecules. hese f cling whi 2 expressad ;
1. [1] Pathways (30[1]3.33%) The cell cycle is regulated by the interplay of many molecules. Key among these are the cycling which are expressed and

then degraded in a concerted fashion to drive the stages of the cell cycle. Cycling combine with cyclin dependent kinases

B Self Annotated (30(1]3 33%) {rdksy to form activated kinases that phosphorylate targets leading to cell cycle regulation. & breakdown in the regulation of
] Adipogenasis this cycle can lead to out of control growth and contribute to tumor formation. Defects in many of the molecules that regulate
- Insulin (30]1]3.33%) the cell cycle have been implicated in cancer. Key among these are p53, the cdk inhibitors (p15, p16, p18, p19, p21,
-3 [120] KEGG Pathways (4099]93|2.27%] p<7), and Rb, all of which actio keep the cell cycle from progressing until all repairs to damaged DMA have been
H-_J 1. Metabolism (1714]33]2.26%) || -00pleed

_J 2. Genetic Information Processing (| I -

" Cyeclins and Cell Cycle Regulation

_J 3. Enviromental Information Process
_J4. Cellular Processes (G92]26])2.91
{1 5. Human Diseases (221}4[1.81%)
7] [311] BioCarta Pathways (2209|63]2.65
=-_J Main Categaries (2203]63|2.85%)
& Adhesion (276[6]2.17%)
£ ) Apoptosis (272]7]2.97%)
_J Cell Activation (188[7[3.72%) |
E|AJ Cell Cycle Regulation (267]13])4
--{C Cyclins and Cell Cycle Reg
i b h_cellcyclePathway (343
o-{CY RE Tumor Suppressor/Chech
() Activation of Src by Protein-
(CHcde2s and chkl Regulatory
H Protein Kinase & atthe Centp
I Cell Cycle: Ga/M Checkpoirp
| Regulation of p27 Phosphor
Influence of Ras and Rho prg
| Stathmin and breast cancer
Cell Cycle: G1/5 Check Poif
Regulation of cell cycle pro

AR A

AL

| oot | odwitd | cobnta || odeiza |

; o/
p1a. P15 P19 P P16

LR

Mapped gene with all available
experiments / time points. Click
on the mapped gene to get
more information.

TUG | : .. N CYCLIN H

Institute for Genomics and _ g - | pzr o T
Bioinformatics g E ;

Petersgasse 14, 8010 Graz, Austra
Graz University of Technology

Server [oad: 077 (19.25%) 2004 - Institute for Genomics and Bioinformatics - Graz University of Technology Titne: 01:19:04

[ ©&F 1 @3 | Waiting for pathwayesplorer genome fugraz at .. [ Er=r-P




11. Show gene information
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12. Display OMIM gene information
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13. Create a PDF document with all available pathway information
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13. Create a PDF document with all available pathway information
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15. Search options
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14. Search option (results)
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